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Supplementary Results and Discussion. Additional immune-related transcripts and 
stress response genes that underwent significant differential expression in treated worms 
compared to controls. Transcripts expression levels are indicated as log2 fold change of 
Fragments Per Kilobase of transcript per Million mapped reads (FPKM)-normalized 
count data. 
 
Putative allergens and modulators of the human host`s immunity 

• Nematode polyprotein allergen related Npa-1 (0.9 in 24-h B. a.; 1.1 in 22-h E. c.)  

• Cysteine-rich secretory protein/allergen V5/Tpx-1-related (0.9 in 24-h B. a.; 1.0 in 

24-h dRNA; 1.6 in 22-h E. c.)  

• Chromadorea abundant larval transcript (ALT) family member (1.2 in 22-h E. c.)  

• Macrophage migration inhibitory factor (Mif-1) (1.1 in 22-h E. c.) 

• Interleukin-17 family member (1.2 in 22-h E. c.) 

 

Antioxidants and xenobiotic detoxicants 

• Sestrin-1 (-1.1 in 22-h E. c.; -1.3 in 24-h B. a.)  

• Thioredoxin (n = 2, 0.7 and 0.9) 

• Glutathione S-transferase (n = 2, 0.7 and inf – i.e., not expressed in the control – 

in 22-h E. c.)  

• Glutathione peroxidase (1.3 in 22-h E. c.; -1.4 in 36-h dsRNA)  

• Major facilitator superfamily members (n = 7, 0.9 - 1.7 in 22-h E. c.; n=2, both 

1.0 in 24-h B. a.; 1.0 in 20-h E. c.; 1.1 in 12-h dsDNA; 0.9 in 16-h dsDNA; -0.8 in 

36-h dsRNA) 	
  

• Tetracycline resistance protein TetA (0.9 in 22-h E. c.)	
  

• Multidrug-R protein (0.8 in 22-h E. c.)	
  



• ABC transporter type 1 (1.3 in 22-h E. c.)	
  

 

Stress-response genes  

• Alpha crystallin/Heat shock proteins (n = 2, 2.1 and 5.7 in 22-h E. c; 3.1 and -3.2 

in 36-h dsRNA; 4 and -5 in 36-h B. a.) 

• Heat shock protein DnaJ (-0.9 in 22-h E. c.; -1.0 in 24-h B. a.)  

• Hsp20-like chaperone (1.0 in 22-h E. c.) 

• JNK1-Associated Membrane Protein (0.9 in 22-h E. c.)  

• Hyl-2 ceramide synthase (1.1 in 24-h dsRNA) 	
  

	
  
	
  
	
  


